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. A biotechnology Company Turning the “Undruggable” into the Druggable

A biotechnology company specializing in Al drug discovery, led by a
small, highly skilled team.

Name Veritas In Silico Inc. (VIS)

Stock Tokyo Stock Exchange, Growth Market
Listed on Stock Ticker code: TYO 130A
Established November 17, 2016

Main office

1-11-1 Nishi-gotanda, Shinagawa-ku,
Tokyo 141-0031, Japan
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(At the Kowa Kawasaki Nishiguchi Bldg.)
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Research Kawasaki Research Institute: Kanagawa, Japan
facilities Niigata Research Institute: Niigata, Japan
CEO Shingo NAKAMURA
Employees 23 (As of August 1, 2026)

Creating mRNA-targeted small molecule drugs with
Business pharmaceutical companies as partner, utilizing our
description proprietary drug discovery platform, aibVIS, as well as
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developing nucleic acid medicine as its pipelines.
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. Representative Biography

1451

After the company'’s establishment, Shingo fully leveraged his scientific and cross-industry business experience to realize the
mRNA-targeted small-molecule drug discovery business.

Representative Director, Founder and CEO

Shingo Nakamura, PhD

He has extensive operational
experience ranging from drug
discovery research to business

development, sales, management,
and investment in biotech companies.

©2026 Veritas In Silico Inc.

"A global contract development and manufacturing organization (CDMO) headquartered in New Jersey, USA, that provides delivery technologies, drug manufacturing, biologics, gene therapies,
and consumer health products for pharmaceutical and biotech companies

@ 2003 Scientific background

Shingo studied at Nagoya University and received his PhD in
He later studied during his postdoctoral fellowship at Yale University.
The concept of mMRNA-targeted small molecule drug discovery was shaped by his diverse scientific background.

@ 2003-2011 Pharmaceutical industry research

Shingo conceived the idea of mRNA-targeted small molecule drug discovery at Takeda in 2003

and led an in-house project for seven years.

He filed the world’s first business model patent for mRNA-targeted small molecule drug
discovery in 2004.

@® 2011-2015 Business background

Shingo gained hands-on business experience working as a sales and marketing manager for

Dow Chemical and later as a business development director for Catalent”.
» Catalent
@® 2015-2017 Experience as an investor

Shingo worked as a venture capitalist at the Innovation Network Corporation of Japan (INCJ)
and served as a director of the board of biotech companies which he invested in, gaining wcj
hands-on experience in company establishment and management.

@ 2016~ Established Veritas In Silico

Representative Director and CEO of Veritas In Silico (current position)

1491




" From “Undruggable” to Druggable with mRNA-Targeted Drug Discovery S

Targeting mRNAs enables to provide new therapeutic opportunities for diseases once considered technically
undruggable by conventional protein-targeted approaches.

1,265

Undruggable domain \

Proteins that are not suitable or 25%
difficult to conduct drug R&D on

3,131
Druggable domain for mRNA targets

Proteins that cannot be addressed by
protein-targeted drug discovery but
whose mRNA can be used as targets for R&D

5,068

Disease-related

proteins A blue ocean in the drug industry

can be opened by mRNA-targeted
small molecule drug discovery

13%

672

Existing drug domain
 Inc. Proteins that already have
a launched drug

Source : Based on the Human Protein Atlas, DrugBank, KS analysis, 2018
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Balanced Approach: Partner Drug Discovery & In-house Pipeline 1 Si

In addition to our joint drug discovery targeting mRNA with small-molecule therapeutics, we are forming partnerships
with multiple companies to create pipelines. Furthermore, from FY2025 onward, we will drive the creation of one new

in-house pipeline per year.

Initiated platform business

Began joint research on : Initiated pipeline
mRNA-targeted small : business with parters
molecule drug discovery 1 :
in2018 | ‘TORAY’ A MITSUBISHI GAS CHEMICAL
| Innovation by Chemistry c RaQuaha. J//, LCC C:’U G P iroChem
= ® SHIONOGI i : TEECHNDLOGIES i

In-house Pipeline 1 (Nucleic Acid Therapeutics, FY 2025)

In-house
pipeline

In-house Pipeline 2 (Nucleic Acid Therapeutics, FY 2026)

Initiated in-house research on
nucleic acid therapeutics in 2017

©2026 Veritas In SilicoInc. " joint drug discovery research with Toray, we share the rights to drug candidate compounds with Toray. 2Research Collaboration has been terminated.



- aibVIS: S
One-Stop Platform for mRNA-Targeted Small-Molecule Drug Discovery =

albVIS is an integrated Al-driven drug discovery platform that enables an end-to-end workflow—from mRNA
sequence analysis through hit identification to drug-candidate generation—supported by experimental validation.

aibVIS platform

Drug target gene > Target identification » Screening > B RGO FEL B P Drug candidate

In silico mRNA structural Design and preparation of Measurement of activity 3D Determination of RNA-
analysis compound library using cell-based assays small molecule structures

Computer-based evaluation . Measurement of binding Compound optimization
Screening . .
of target structure strength by BLI/ITC using quantum chemistry
Confirmation of target Statistical analvsis Characterization of binding In silico side effect
structure by NMR y by NMR evaluation

mRNA sequence data Establishment of Hit compound Lead compound (Multiple)
from NCBI database screening system identification selection Drug candidates

Al Drug discovery
technology technology

L ...__Note: In joint drug discovery research, pharmaceutical companies are mainly responsible for conducting the screening and cell-based assays using methods suggested by our company.
©2128 GeNesitmsilieoidco Inc. In addition, the pharmaceutical companies conduct compound synthesis, pharmacokinetic and safety research, and animal experiments to verify the efficacy of the compounds




m .
aibVIS-enabled Business Portfolio 1491

We leverage our proprietary Al drug discovery platform, aibVIS, to expand partnering and pipeline opportunities
across modalities.

Platform Business

Small-molecule pharmaceuticals
targeting mRNA

Nucleic acid drugs

Rapid ASO design and optimization,

Business diversification opening new options for rare diseases.

driven by

albVIS

One platform,
multiple modalities.

Oral small molecules for targets beyond
protein-centric drug discovery;
potential alternative to high-cost
modalities.

Out-licensing

Platform Business \

Small-molecule
agrochemicals targeting mRNA

Drug delivery system (DDS)

Applicable to agrochemicals, enabling § Effective delivery can address key challenges
selective, low-environmental-impact crop N in nucleic acid therapeutics (efficacy and safety).
protection.

©2026 Veritas In Silico Inc.




R How Nucleic Acid Drugs Work 1Sl

Nucleic acid drugs (ASOs) bind to mRNA and trigger RNase H, halting protein synthesis—a versatile mechanism
for broad therapeutic applications.

Without nucleic acid drugs With nucleic acid drugs

Cell

Cell

Disease-related
protein

— | ~—

mRNA fragment /

unstable

RNase{ mRNA region
/ <
, =

N —~—
Z

ribosome ASO

RNase H: an enzyme that breaks down mRNAs

©2026 Veritas In Silico Inc.



Overcoming Nucleic Acid Drug Challenges: Solutions for Three Key Challenges S

Key challenges on Nucleic Acid Drugs: 1) Toxicity, 2) Manufacturing, 3) Disease areas
Our strategy: Address these challenges to enable treatment opportunities for rare diseases.

Challenges to Address Past Strategies Current Solutions

Avoid unknown risks in
Phase lll trials Develop

Toxicity + ECM-type Antisense Oligonucleotide
Reduce toxicity of that improve efficacy while remaining simple
nucleic acid drugs Design simple ASOs

Apply
Manufa- Lower manufacturing + QbD (Quality by Design)
cturing costs to develop manufacturing-ready ASOs in

collaboration with Mitsubishi Gas Chemical.

Use

Develop nucleic acid )
P Perfusio,

drugs for disease areas

Disease : Target market- our proprietary drug delivery system,
attractive to : : +
Areas maior bharmaceutical orianted disease areas to enable treatment for any organs and
Jorp : develop nucleic acid drugs for new disease
companies

areas attractive to pharmaceutical companies.
©2026 Veritas In Silico Inc.




B Pipelinel

Our New ECM-type ASO Modality Delivers High Potency while Remaining Simple 1451

We envision nucleic acid medicines that deliver high potency while reducing unknown risks. We have completed a
new nucleic acid medicine modality by integrating and simplifying the diverse expertise of Japanese researchers and
companies. Press Release: 2025.12.22 Patent Application for the mRNA-Targeted Nucleic Acid Drugs in the In-house Pipeline

Points of ECM-type ASO

« ECM (Extraordinary Curated Modulation) is a nucleic acid therapeutic Example of a two-strand structure
concept uniquely designed by our company comprising an ASO and a heteromolecular
« A simple double-stranded nucleic acid therapeutic, distinct from (past reference case)
conventional ASOs, HDO
. . - o (Tpkyo University of Nissan Chermical BROTHERS
« With a new design concept focused on scalability and efficiency, we Science/Dr. Yokota) ndustries  (Nagasaki University/Dr.
. . . 5 W02018/056442 Y t
aim to address the challenges of conventional nucleic acid drug or something oiden  WO2017/131124 A1 amamoto)

design such as stability, manufacturing and purification complexity, W02023/105838

and unknown toxicity risks

Conventional ASO

Design Based on existing modality Uniquely designed by VIS

Simple design for strong

Feature Potency is target-dependent B StenG)

Complexified by double-strand

Challenge or othen Issue-circumventing design
Target Existing target control rBizIII(ancmg gl peisney ang [ow " ;l Linker Linker

©2026 Veritas In Silico Inc.
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https://contents.xj-storage.jp/xcontents/AS82025/766574a0/6f6d/441e/9b4e/8a09d4521aac/140120251222523933.pdf
https://contents.xj-storage.jp/xcontents/AS82025/766574a0/6f6d/441e/9b4e/8a09d4521aac/140120251222523933.pdf
https://contents.xj-storage.jp/xcontents/AS82025/766574a0/6f6d/441e/9b4e/8a09d4521aac/140120251222523933.pdf
https://contents.xj-storage.jp/xcontents/AS82025/766574a0/6f6d/441e/9b4e/8a09d4521aac/140120251222523933.pdf
https://contents.xj-storage.jp/xcontents/AS82025/766574a0/6f6d/441e/9b4e/8a09d4521aac/140120251222523933.pdf

" QbD - Partnership in Nucleic Acid Pipeline Development S

Starting in fiscal year 2025, we launched a joint research project with Mitsubishi Gas Chemical to establish
development and manufacturing methods for nucleic acid therapeutics. Using Quality by Design (QbD), we aim to
enable the production of high-quality, cost-effective nucleic acid therapeutics.

Release: 2025.07.03 Mitsubishi Gas Chemical and Veritas In Silico Announce Joint Research Agreement for Drug Discovery and Establishment of Manufacturing
Methods for Nucleic Acid Drugs

2 MITSUBISHI GAS CHEMICAL Si| Veritas In Silico

< .- Discovery of RNA-targeted nucleic acid drugs (ASOs) and
Sl establishment of manufacturing methods

Joint research

term 3 years

Tech base Utilize Veritas In Silico’s drug discovery platform, aibVIS
VIS: Creation of ASO (Design, acquisition, validation)

Roles

Mitsubishi Gas Chemical: Establishment of manufacturing o :
methods Image of nucleic acid drugs after manufacturing

Apply QbD (Quality by Design) at

Key features the early stages of drug discovery research

©2026 Veritas In Silico Inc. *QbD =Quality by Design
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https://www.veritasinsilico.com/en/pressrelease/20250703_755/
https://www.veritasinsilico.com/en/pressrelease/20250703_755/
https://www.veritasinsilico.com/en/pressrelease/20250703_755/
https://www.veritasinsilico.com/en/pressrelease/20250703_755/

. Perfusio — Innovative (Physical) Drug Delivery System Applicable to Various Organs |,,Si

Perfusio precisely isolates the target organ's circulation using strategically placed arterial and venous catheters. This
enables direct, exclusive perfusion of therapeutic agents, maximizing efficacy while minimizing systemic side effects.
Press Release 2025.12.15 Completion of Patent Examination and Patent Grant Procedures for Drug Delivery System "Perfusio”

Arterial side

B Venous side

—VG)‘ 2 / \~

= Blood Flow
m=== Drug Flow

)

Diseased organ

Il

H ——

Insert an occlusion balloon catheter through a standard catheter.

©2026 Veritas In Silico Inc.

@~

Features of Perfusio

This enables extremely precise delivery; for example,
to either the left or right kidney, either lung, and
ultimately even to a sub-segment of the lung.

Maximizes therapeutic efficacy while minimizing the risk
of systemic side effects.

Limits systemic exposure and reduces off-target
distribution to non-target organs.

o Enables localized pharmacologic activity, potentially
reducing systemic burden (e.g., alopecia).

o Expected to reduce the risk of hepatotoxicity, a
major challenge in the delivery of nucleic acid
therapeutics.

By reducing toxicity, it may be possible to streamline
clinical trial design and safety monitoring.

12


https://contents.xj-storage.jp/xcontents/AS82025/e0091792/a708/45a7/b767/3f7b4f951e5e/140120251215520163.pdf
https://contents.xj-storage.jp/xcontents/AS82025/e0091792/a708/45a7/b767/3f7b4f951e5e/140120251215520163.pdf
https://contents.xj-storage.jp/xcontents/AS82025/e0091792/a708/45a7/b767/3f7b4f951e5e/140120251215520163.pdf

. Pipeline 1: Addressing Unmet Medical Needs with Nucleic Acid Therapeutics |,,Si

There is currently no proven pharmacologic prophylaxis for cardiac surgery—associated acute kidney injury (CSA-

AKI). If an effective preventive therapy becomes available, it could improve postoperative outcomes and quality of

life.
Press release: 2025.06.16 Determination of Target Disease for mRNA-Targeted Nucleic Acid Drug for In-house Pipeline

During cardiovascular
Cardiovascular surgery in Japan Patients targeted for prevention in Japan Surggry—lparticulalorly with J
cardiopulmonary bypass an
Approx. 50,000 cases/year Approx. 14,900 cases/year : aortic cross-clamping—organ
, perfusion may be reduced,
leading to ischemia—

reperfusion injury and potential
organ damage.

| The renal medulla is particularly
Treat t adopted / vulnerable to ischemia; ischemic
R injury can precipitate AKI.
by 85% of subjects A A jury can precip

Clinical value (expected)
« Reduce incidence/severity of postoperative AKI (CSA-
AKI)
* Improve perioperative outcomes and postoperative
patient QOL
* Potentially shorten ICU/hospital stay and reduce the
need for renal replacement therapy

Elderly people at high
risk of developing AKI
35%

©2026 Veritas In Silico Inc. 13


https://contents.xj-storage.jp/xcontents/AS82025/fb600f88/7572/4077/aef9/2bf38ece9f60/140120250616591045.pdf
https://contents.xj-storage.jp/xcontents/AS82025/fb600f88/7572/4077/aef9/2bf38ece9f60/140120250616591045.pdf
https://contents.xj-storage.jp/xcontents/AS82025/fb600f88/7572/4077/aef9/2bf38ece9f60/140120250616591045.pdf
https://contents.xj-storage.jp/xcontents/AS82025/fb600f88/7572/4077/aef9/2bf38ece9f60/140120250616591045.pdf
https://contents.xj-storage.jp/xcontents/AS82025/fb600f88/7572/4077/aef9/2bf38ece9f60/140120250616591045.pdf

" Strategic Selection of High-Value Nucleic Acid Drug Candidates

Multiple nucleic acid drug projects, focused on rare diseases, are progressing as pipeline candidates for 2025-2027.

Target . : Lead
identification Ll alistR oL optimization

Nucleic acid drug (ASO)

Pipe|ine1 6934695 Nucleic acid drug and use thereof
Acute kid ney injury (AKI): p53 ASO ' 2025-266856 Inhibitor of target transcript expression

Pipeline2

Undisclosed project - b — i

w/ Mitsubishi Gas Chemical

Amyotrophic lateral sclerosis (ALS):
TDP-43 MP20 ASO 2025-178583 Nucleic acid drug and use thereof

w/ Jikei University School of Medicine

Amyotrophic lateral sclerosis (ALS) '

TR g 2025-575964 Nuclei
w/ Jikei University School of Medicine —

cid drug and use thereof

Undisclosed project - a .

1
1
T
I
I
1
1
1
I

©2026 Veritas In Silico Inc. 14



" How mRNA-Targeted Small Molecule Drugs Work 1Sl

Small molecules stabilize mRNA structures and block ribosomal protein translation, halting protein synthesis
—a versatile mechanism for broad therapeutic applications.

Without small molecule drugs With small molecule drugs

Cell Cell
Disease-related
protein
Stable
MRNA structure
small
molecule
» drug
mRNA N A
5"
.

ribosome

©2026 Veritas In Silico Inc. 15



» Rapid identification of druggable RNA target structures

on MRNA with aibVIS

[ ]
Target identification 14 Sl

Our proprietary rule-based Al rapidly and accurately identifies multiple druggable RNA target structures
(motifs)—small-molecule bindable RNA motifs suitable for screening/hit finding—on any mRNA.

mRNA structural analysis
using rule-based Al

©2026 Veritas In Silico Inc.

Druggable RNA target
structure (motif) for small molecules

01 Fast

Target structures on mRNA can be
identified in significantly less time
than using experimental methods.

02 High hit probability

The target structures identified using
our in silico technologies have an
accuracy of >90%, while other
computational methods have an
accuracy of only 60-70% based on our
evaluation.

03 Actionable target structures

The target structures that we select are
rigorously tested to ensure they are
optimal targets for small molecule drug
discovery.

16



¥ aibvis Screening: 96% Hit Identification Success Rate

Screening |

albVIS screening achieved a 96% hit identification success rate across 50+ mRNA targets, including targets

relevant to oncology and CNS disorders.

96

Small-molecule hit compounds were obtained for
50+ mRNA targets.

©2026 Veritas In Silico Inc.
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B New screening technology:

Al-augmented iterative screening system — AISLAR -

Screening

1451

We leveraged internal data to develop a new streamlined screening system, boosting screening efficiency by two

to threefold. Even with minimal experimental input, we can efficiently identify small molecule hit compounds.

AISLAR Screening Workflow

@ Initial screening 100
\ a0
N 8 &

» 2 Machine ~ , ® Cherry =
learning | picking _f;

e 5

o

=

o

(® Data analysis (@ Screening 2

=

*KNIME H20 package was applied for machine learning tasks.

Results
vs RNA motif 1 (p53 mRNA CDS)

80 1
70 4
60 -
50 A
40 4
30 4
20 4
10 -

12.0%

o
o |

51.9%

58.8%
v

64.8%

69.0%

10

+

15

20

AISLAR

25

% Library screened
—&— Random selection

30

35

Q AISLAR recovered over twice as many actives (~20% of the library screened)

©2026 Veritas In Silico Inc.

- 200

- 150

- 100

- 50

No. of recovered actives
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" Intracellularly Active Small Molecule Hit Compounds 1Sl

Small molecule hit compounds obtained through aibVIS screening demonstrated the ability to reduce disease-related
protein levels in cells. This serves as a starting point for advancing processes toward lead compound optimization.

; With pharmaceutical companies
In-house VSC0075 (uM) P P

control 1 3 10 Company A Company B Company C

Target gene 02, Cell B Target gene 03, Cell C Target gene 04, Cell D
HSPO() | e o o—— = 11 1 - 1 -
beta 33 T_ 3 _
100 094 091 081 c - £ - £
o5 S5 S &
28 3 8 ;3
© 9 0.5 1 S + 0.5 A s <= 05 A
L I at S o S
- ) 2 2
c-Myc %9 <& c &
c 29 29
£ s 5 =
1.00 1.06  0.63 0.22 o] = =
e ~—
o 0 T 1 0 T 1 0 T 1
c-Myc protein level control 30 uM Compound A control 25 uM Compound B control 50 uM Compound C
(N=3, mean %£SD)
_ 151 Company D Company F Company H
(]
1>) 2 Target gene 05, Cell E Target gene 07, Cell G Target gene 09, Cell |
= 119 1 9 1 A
S5 14 — — _
(%] ] [] [
¥ £3 i3 s
S 5 £ 5 £ 5 £
x2 05 @ 8 2 8 7 S
c® £ 205 1 £ 205 1 £ 205 -
2o s 2 s 2 s 2
o~ c® c® c B
s 07 e S 2%
1 3 10 c = 5= g&
control VSC0075 & & o
O T 1 0 T 1 O T 1
control 10 pM Compound D control 10 pM Compound F control 50 uM Compound H

Left: Adding compound VSC0075, obtained through screening against a target structure found on the mRNA of the disease-related protein c-Myc, to cells significantly reduced intracellular c-Myc protein levels,
while having minimal impact on HSP90 beta, a representative general protein.

©2026 Veritas In Silico Inc. - Right: Cell-based assay results for compounds A-H obtained through screening are shown, with one example from each of six pharmaceutical companies. 19



Proprietary Technology for Measuring RNA-Small Molecule Interactions

1451

High-resolution interaction profiling (BLI/ITC/NMR) enables data-driven hit-to-lead optimization by quantifying
affinity/kinetics and mapping binding sites, supporting improved potency and selectivity.

Cell-based assay
Determine activity in cells

c-Myc protein level
(A549, WB, n=3, mean=xSD)

1.0 4

0.0 J I I ._

VSC0075 (UM)

protein expression level
(relative to control)

control

Note: Images shown here were created from internal data
concerning the compound VSC0075.

©2026 Veritas In Silico Inc.

BLI measurement

VSC0075
(1M)

1.0 1 100.0  se—

50.0  w—

‘ 25.0 m—
| o
r_______

Measure binding Precisely determine

kinetics between the & binding affinity of the
RNA and the = 7 31 compounds to the
compounds G RNA
0.0 1 : : m:
0 50 100
time (s)

NMR measurement

Map binding sites of
the compounds on
the RNA

--- With small molecule

-—- Without small molecule 14.0 13.0 120 11.0 10.0
chemical shift (ppm)

DP (ucal/s)

chemical shift (ppm)

-0.11
-0.2 1
-0.3 1
-0.4 :

0.5

4.8

5.0 4

5.2

5.4 4

5.6 4

5.8

6.0 1

ITC measurement

time (min)
L o
- @
0® a: @
®o® ©
2. ©O%
o OV
@
) @
8.0 7.8 7.6 7.4 12

chemical shift (ppm)
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g Cutting-Edge, Structure-Guided Lead Optimization Powered .
| | Si
14

by RNA 3D Structures & Fugaku

Integrating RNA 3D structural analysis and supercomputer-powered interaction profiling enables structure-guided
optimization to improve potency and selectivity of mRNA-targeted small molecules.

RNA Structural Biology Fugaku-Powered RNA-Small Molecule Structure-Guided Optimization
(X-ray Crystallography & NMR) Interaction Profiling for Potency & Selectivity

o—R
— R

We have in-house capabilities for RNA 3D We leverage the supercomputer Fugaku and Our technologies enable structure-guided
structure determination, backed by rare state-of-the-art computational methods to design of mRNA-targeted small molecules
expertise in RNA X-ray crystallography and analyze interactions between mRNA targets with improved potency and selectivity. This
NMR spectroscopy. and small-molecule binders in depth. approach can accelerate lead optimization

compared with conventional trial-and-error
File: Freezed XRD.jpg by Wikimedia Image courtesy of RIKEN methods.

Commons (CC BY-SA 4.0)

©2026 Veritas In Silico Inc. 21
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